). This observation suggested to us that a microRNA might be involved in lateral signaling.
'Feeding' RNAi was performed as in (6) , using the alg-1 cDNA clone X-6D15 inserted into the L4400 vector (7). 
II. Identification of mir genes that are potential targets of lateral signal
We used the program CATS (8) to search a database of predicted C. elegans microRNA genes (9) for genes that contain two YRTGRGAA sequences (10, 11) within 500 bp. The criteria were chosen based on the arrangement of the LBS motifs in lst-1, a well-characterized LIN-12 target gene (11) . This analysis yielded only mir-61. Conserved LBSs are found in the C.
briggsae homolog of mir-61 (Fig. S2, S3 ). 
III. Identification of potential targets of mir-61
To identify potential target genes of mir-61, we searched for regions containing at least 7 bases of perfect complementarity to the 5' end (position 1-7 or 2-8) of mir-61 in a database of C. We used RNAhybrid (12) to identify which of these target sites are favorable based on the minimum free energy of the duplex, using -23 kcal/mol as our cutoff; when this threshold was lowered, we obtained candidates that did not have conservation beyond the first 7 nucleotides.
Then, we considered the conservation of favorable target sites in both species. Using these criteria, three candidate genes were obtained, vav-1, inx-1 and egl-46 (Fig. S4) .
Fig. S4
. mir-61 targets. All were verified using the assay described in Fig. 3 ; however, only vav-1 appears to be expressed in VPCs.
IV. Additional negative controls for the coelomocyte assay
In addition to the unc-54 3'UTR as a negative control, we tested two additional genes with 3' UTRs that have some resemblance to the mir-61 target sequence, but did not appear likely to be bona fide targets based on lack of perfect complementarity or energetic considerations (Fig. S5) . 
IV. List of transgenic strains used in this study.
For generating extrachromosomal arrays, the following cotransformation markers were used as described below: pha-1(+) (50 ng/μl) (13) (17) inserted into the L4400 vector (6). F1 progeny were scored for the presence of pseudovulvae in the dissecting microscope.
